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Antimicrobial susceptibility and molecular characterization of Streptococcus
agalactiae in pregnant women with advanced maternal age in Tangshan
City

LIU Ze-liang'?, GONG Xin-yi', HAN Xiao>, JIANG Xue-qi', MIAO Bei-bei', MENG
Shuang', DONG Ai-ying®, LI Juan' (1. Department of Bacterial Resistance Control, Chinese
Center for Disease Control and Prevention, National Key Laboratory of Infectious Disease
Traceability, Early Warning and Intelligent Decision, Beijing 102206, China; 2. Department
of Microbiology . North China University of Science and Technology Af filiated Hospital ,
Tangshan 063000, China)

[Abstract] Objective To analyze the antimicrobial susceptibility, molecular types, serotypes, virulence factors
and resistance mechanisms of Streptococcus agalactiae (S. agalactiae) isolated from pregnant women with ad-
vanced maternal age in Tangshan City, and provide basic data for the treatment, prevention and control of S. aga-
lactiae infection. Methods 42 strains of S. agalactiae isolated from pregnant women with advanced maternal age in
North China University of Science and Technology Affiliated Hospital as well as Tangshan Maternal and Child
Health Hospital were collected. Detection of antimicrobial susceptibility and whole genome sequencing of 13 antimi-
crobial agents were performed. Results The percentage of tetracycline, erythromycin, levofloxacin, and chloram-

phenicol concurrently resistant strains was 7. 1%, 35.7% of the strains presented multidrug resistance to erythro-
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mycin, clindamycin, and levofloxacin. The carriage rates of resistance genes ermB and tetM were 66. 7% and 47. 6%,
respectively. 29 strains (69. 0%) exhibited mutations in both gyrA and parC fluoroquinolone resistance determi-
nants. 42 strains of S. agalactiae belonged to 4 serotypes, namely 1B (35.7%), Il (33.3%), V (26.2%), and
TA (4.8%); and 11 sequence types (STs), with the highest proportion being ST10 (35.7%) and ST19 (31.0%);
as well as 6 clonal complexes (CCs), among which CC19 (42.9%) and CC12 (35.7%) had the highest proportion.
All S. agalactiae carried virulence factor-encoding genes of c¢fb, cylE, and pavA. Conclusion The molecular

types and serotypes of S. agalactiae carried by pregnant women with advanced maternal age in Tangshan City pre-

sent polymorphism, with obvious multidrug resistance, and carry multiple types of drug resistance genes and viru-

lence genes.
[Key words ]

type; virulence gene
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types of 42 strains of S. agalactiae from advanced

maternal age pregnant women
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Figure 2 Carriage of resistance and virulence genes in 42 strains of S. agalactiae from advanced maternal age pregnant women
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