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Advances in related research on novel coronavirus (2019-nCoV)
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[Abstract] From the end of December 2019, there has been an outbreak of novel coronavirus (2019-nCoV) pneu-
monia in Wuhan, Hubei Province, by February 20, 2020, more than 70 000 cases of infection have been found in
China, 2019-nCoV spread rapidly and influence considerablely. In order to understand the occurrence and develop-
ment course of 2019-nCoV infection as soon as possible, this paper makes a review on related research on
2019-nCoV infection, so as to further understand its pathogenesis, take scientific and rational diagnosis and treat-

ment measures, actively prevent and control the epidemic.
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