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Correlation between level of nucleocapsid protein specific IgM antibody

and severity of fever with thrombocytopenia syndrome
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(Clinical College of Nanjing Medical University, Nanjing Drum Tower Hospital, Nanjing
210008, China)

[Abstract] Objective To evaluate the correlation between level of specific IgM antibody of nucleocapsid protein
(N protein) and severity of severe fever with thrombocytopenia syndrome (SFTS). Methods Clinical characteristics
and laboratory detection results of 30 patients with SFTS in a tertiary first-class hospital were analyzed retrospec-
tively, clinical characteristics and prognosis between patients in N protein specific IgM( + ) group and N protein
specific IgM ( =) group was compared; patients were divided into mild disease group and severe disease group
according to the severity of disease, correlation between IgM antibody titer and RNA load of SFTS virus (SFTSV)
in patients in mild disease group and severe disease group was compared; correlation between N protein specific IgM
antibody titer. SFTSV-RNA load. and severity of disease in patients were analyzed. Results The numbers of pa-
tients with neurological symptoms, death, and serious disease in N protein specific IgM( — ) group were significant-
ly higher than IgM(+) group (all P<C0.05); N protein specific IgM antibody level was negatively correlated with
SFTSV-RNA load, prothrombin time (PT), lactate dehydrogenase (LDH), and aspartate aminotransferase (AST)
(r=—0.495, —0.440, —0.367, —0.280, respectively, all P<C0. 05); while was positively correlated with platelets
(PLT) (r=0.335, P=0.002). SFTSV-RNA load was positively correlated with PT, LDH, and AST (r = 0. 606,
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0. 604, 0.587, respectively, all P<C0.001); while was negatively correlated with PLT (= — 0. 384, P<C0. 001). On the

10 — 13 day of onset, the titer of N protein specific IgM antibody in patients in mild disease group was higher than that in

patients in severe disease group (P<C0.05). Conclusion The presence and increase of N protein specific IgM antibody are

helpful for clearance of SFTSV, and has a repairing effect on damage of coagulation function. liver and myocardial damage;

N protein specific IgM antibody may be an important factor for predicting prognosis of patients.
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Table 1  Clinical characteristics of N protein specific 1gM
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Figure 1 Comparison of N protein specific IgM antibody titer and SFTSV-RNA load in mild and severe patients
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T4 BE B I D BEAE AR A 2 Lot UG . Ao 45
RER N &HAFR 7 IgM $iik Kk F 5 SFTSV-
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- 0.384,P<0.001), WLE 2,
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Figure 2 Correlation of N protein specific IgM antibody titer, SFTSV-RNA load, and laboratory results
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