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Drug resistance and resistant genes of coagulase negative Staphylococcus in
medical settings
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[Abstract] Objective To study the distribution and drug resistance of coagulase negative Staphylococcus (CNS)
isolated from the object surface and hands of healthcare workers in medical settings, and to provide scientific basis
for controlling healthcare-associated infection. Methods CNS were isolated and identified with bacterial biochemical
identification instrument WalkaWay-40s1 and microbiochemical tube, antimicrobial susceptibility testing was per-
formed with disk diffusion method, drug-resistant gene mecA was detected by polymerase chain reaction method. Re-
sults A total of 63 isolates of CNS were isolated from 478 object surface samples and 363 hand samples, the isola-
tion rate was 7. 49%5, 15 CNS isolates were from object surface, 38 were from nurses’ hands and 10 were from doc-
tors” hands. 24 (38.09%) isolates carried mecA gene and were methicillin-resistant CNS (MRCNS), 12 of which
were Staphylococcus epidermidis, 6 were Staphylococcus haemolyticus , 5 were Staphylococcus warneri sand 1 was
Staphylococcus capitis subsp. capitis; drug resistant rate of Staphylococcus epidermidis, Staphylococcus haemo-
Iyticus » and Staphylococcus warneri to penicillin, amoxicillin, ampicillin/sulbactam, erythromycin, cefazolin, and
imipenem was above 87. 50% respectively, the resistant rate to trimethoprim/sulfamethoxazole, levofloxacin, clin-
damycin, ciprofloxacin, tetracycline, and gentamycin were 20. 83% — 45. 83%. Conclusion CNS carried by object
surface and hands of healthcare workers in medical settings are multidrug-resistant and should be paid attention.
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M: DNA relative molecular weight standard; P Positive
control; S; Positive samples (representing isolate 32,54,109,201.,
217,291,384,432,454, mt7,mt32, mt42, mt6 ,mt59, respectively)
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Figure 1 PCR electrophoresis map of drug-resistant

gene mecA in 14 CNS isolates
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M: DNA relative molecular weight standard; P Positive control;
N: Negative control; S: Positive samples (representing isolate 1t19,

1t35,1t54,1t34, 148,158,126, 138,394, DQ133, respectively)

2 10 ¥k CNS it 253 K mecA PCR HL 3k K

Figure 2 PCR electrophoresis map of drug-resistant gene
mecA in 10 CNS isolates
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Table 1 Department distribution of 24 CNS isolates with mecA gene (isolates)

No. of isolates

No. of isolates No. of isolates

Department from object surface from nurses’ hands from doctors’ hands Rate (6
Stomatological department 2 - 1 12.50
Pediatrics department 2 - - 8. 34
Hemodialysis center 1 6 - 29. 16
Delivery room of obstetrical department - 5 - 20. 83
Treatment room - 2 - 8. 34
Intensive care unit 1 2 2 20. 83
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Table 2 Drug-resistant rates of 24 MRCNS isolates to 19

kinds of antimicrobial agents

Antimicrobial No. of drug- Resistant
agent resistant isolates rate( %)
AMC 21 87.50
SAM 24 100. 00
OXA 24 100. 00
NIT 0 0. 00
ERY 23 95. 83
CIP 8 33.33
SXT 5 20. 83
CLI 6 25. 00
QD 0 0. 00
RIF 3 12. 50
LNZ 0 0. 00
CHL 6 25. 00
PEN 24 100. 00
GEN 1 45.83
TET 9 37.50
CFZ 21 87.50
VAN 0 0. 00
IPM 21 87.50
LVX 5 20. 83
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