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Surveillance on disinfectant-resistant gene qacE/\1-sul1 in multidrug-re-
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[Abstract] Objective To investigate the disinfectant-resistant gene gacE/\1-sul1 in clinical multidrug-resistant
(MDR) gram-negative bacilli. Methods Polymerase chain reaction (PCR) was used to detect disinfectant-resistant
gene gacE/\1-sul1 in 235 isolates from clinic,including 155 multidrug-resistant and 80 antimicrobial susceptible iso-
lates. PCR products were sequenced by DNA sequencing. Results Among 50 strains of ESBLs-producing Esche-
richia coli, 27 ESBLs-producing Klebsiella pneumoniae , 50 MDR Pseudomonas aeruginosa » and 28 MDR Acineto-
bacter baumannii , disinfectant-resistant gene qacE /A\1-sull were detected in 37 (74. 00%), 24 (88. 89%), 46
(92. 00%)and 28 strains(100. 00%4) , respectively, the total detection rate was 87. 10% ; Among non-ESBLs-produ-
cing antimicrobial susceptible isolates of Escherichia coli, Klebsiella pneumoniae , Pseudomonas aeruginosa , and
Acinetobacter baumannii (each were 20 isolates) . disinfectant-resistant gene gacE /A\1-sull were detected in 16
(80.00%),7(35.00%),5 (25.00%)and 13 strains(65. 00%) , respectively, the total detection rate of gacE/\1-sul1
gene was 51. 25%. Conclusion Disinfectant-resistant gene gacE/\1-sul1 has a high detection rate in clinical MDR
gram-negative bacilli in this hospital, it is important to the rational use of disinfectant by intensifying the monitor on
the disinfectant-resistance of MDR .
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ed spectrum beta-lactamase, ESBLs) [ K i 5 % 1
Ffii 98 v B AR B LA & £ B 25 (multidrug-resist-
ant, MDRO) (1% 1 5 AN 2l 4 B R4 ¢ Al B M 1 25, 3%
PR XS 22 FhT I 24 P i 24, 3 28 22 B 24 1 [) 1
S 1% G e 10 B D . RO X T 7 R 7
PRI EA TIIESE o A 15 g SR e 330 97 42 i) Jy T R o 20
Mo BBHEXABE 2008 45 1 42009 4F 12 7 i
(Y53 AR I TR 98 5 7R BE B qacEA T -sul 1 #8471
FGE DU 3 A o R 43 B PR S22y 7 ESBLs K% A 18
I 58 5 B A A 22 T T 24 17 6 52 AN S0 T A )
BT 5 22 T 24 Bk () B S ARG T /0 Uk
PR BARELE .
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11 WHEHKIEFE 7 ESBLs KIH%RA W 50
P 7 ESBLSs Jifi 4 50 % 0 B 27 A % kA | pe
KRG 2% AR PG AR 245 0 ] 2 A B B 50 A XIE
JHe 1 B DR R 8 28 R Sk 78l BE T 245 ) 86 2 S Sl A 7
28 M AE 7 ESBLs 1R M35 75 18 il 4 v B A1 1 4%
20 e, Xof S A0 Al BE L DR OR 85 2R AR 37 PG AR A0 1 5
SRARCERRETR 20 A X I e 5 R L DR R 25 3R RN Sk A
WE SRR 0 = R BT 20 Bk, 3800 25 45 S B Bt Sk
FEHIRHRAE TR

1.1.2 5l4wikit 54 & =% GenBank A\ A
1) qacEN -sul1 57 5035 0F 51 90, i b mt 3§
HREEEBEARAERA A S M. W5 .5
TAGCGAGGGCTTTACTAAGC3'; F 7 8] 4.
5'-ATTCAGAATGCCGAACACCG-3" ; B4 ik
SR (PCR) 72414 300 bp,

.13 FZAMRFAEATEE HAM K.PCR
Marker,Taq DNA 4l A0 W 3 AL i 28 H

I ARG R,
1.1.4 A2 9600 I DNA 484, Hy 2 [E Perkin

Elmer 23w 7 it s BER SR R 58 3K 1E UVP A )™
it s B B OHIL LUK N FL VKA 5 3570 [ 74
1.2 Fik

1.2.1 BERHE & PhaiREREEE A 0.5 mL &
L (NE BUE 400 ng/mL 8 HEF K %5, 56 C
KIE2 h, B 95 C /K 10 min, 15 000 r/min .05
30 s B AT EIF WAL A T3 —H 0.5 mL B0
EAE MO B - 20 CUKFE A .

1.2.2 RRRA  JWAKRFL 50 pl.4 Fff ANTPs ()

WeFE 4R 200 pmol /L. BIIR EEH 4 0. 6 pmol /L,
% Taq DNA R4 2 U, 10 F5H SN ZE 0 5 s
DNA iR 4 pL, 93 CHAEME 2 min 5, #4730 4>
TERR RFRAERR 94 CASHE 30 .55 CiB & 30 5,72 C
FEMH 1.5 min, 30 MEHLE R G, F 72°C LA 5
min, ¥ YIAE 220 MBI RREE RS TP HL YK 30 min,
HLHE 100 V845 07

2 #X

2.1 2 & AMPEFENEE gqacEA1-sull
PCR #3245 7€ 50 #& ESBLs 1) KM% 4 & -
27 ¥k ESBLSs [1iiti 4 5 B 1A 1 50 B it 24 1) i %
B BN B R 28 AT 24 P 6 2 AN SIAT B 2 A
T EERIEE gacEA-sul 1 £k 37.24.46.28 tk. K
HOR 4y Bk 740 00%. 88, 89% . 92. 00% FI
100. 00% , BB K K 87. 10% ., &84y 7 ESBLs
it R B BEY qacEA-sul1 FEH PCR ¥ 74
BN MRS IS FL Uk 5 R LR 1,

11 10 9

8 7 6 5 4 3 2 1M

M. DNA 43 F &R (DNA molecular weight marker) ;
1= 2.4 =11 qacEA-sul 1 YL 5 FEH AR . “37 0 qacE
A l-sull 4 (Lane 1 — 2,4 — 11; gacE /\1-sul1 positive
Klebsiella pneumoniae ; lane 3 :gacE/\1-sul1 negative Kleb-

siella pneumoniae)
B 1 qacEA1-sull 3 H PCR H K El
Figure 1 The electrophoresis map of qacE/\1-sul1 gene
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TR L % ] 257 A1 B 6L 7 R 8 2 S 0 AT 1) U PR
A A TR T R R B gacEA -sul 1 BR 16,7,
5.13 Bk K 24 51k 80. 00%,35. 00%,25. 00%
65, 002, B H Ry 51.25%,
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(1 qacEA-sul 1 HePH @ BEAHL(=99. 020) , 3 HLL
FARZEMZREE qacEA-sul1 B[R ¥ 5 58 4
—3., ZE 2582 AN Z B gqacEA-sull
B DNA $41% . GGACTTGCTCCCTCCGT
GTATAATCGGTTATGGCATCGCATTTTATT
TTCTTTCTCTGGTTCTGAAATCCATCCCTGT
CGGTGTTGCTTATGCAGTCTGGTCGGGACT
CGGCGTCGTCATAATTACAGCCATTGCCTG
GTTGCTTCATGGGCAAAAGCTTGATGCGTG
TGCCTTTTTGCTCGCCCGATCCCCATCGTGG
AAGTCGCTGCGGAGGCCGACGCCATGGTGA,
GG 13T 259 bp
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PO IR 2 . 7E F3R O R i 2 50 B (]
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