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[Abstract] Objective To evaluate the epidemic characteristics of Pseudomonas aeruginosa (PA)infection in pa-
tients in ICU through typing of PA by random amplification polymorphism DNA (RAPD). Methods Thirteen
strains of PA from lower respiratory tract in patients with nosocomial-acquired pneumonia were typied by RAPD
method, and were compared with antimicrobial drug-resistance spectrum typing. Results Thirteen strains of PA
were divided into two drug-resistance phenotypes, type A (12 strains, 92.31%) and type B (1 strain, 7. 69%) , the
dominant strain was type Aj; these strains were divided into two genotypes with RAPD typing, type [ (6 strains,
46.15%) and type ]l (7 strains, 53. 85%). The dominant strains were 7 strains with both drug-resistance type A
and molecular type [[ as well as 5 strains with both drug-resistance type A and molecular type [ , these dominant
strains were the pathogens causing PA nosocomial infection in ICU. Conclusion PA can cause outbreak and epi-
demic of infection in ICU, the epidemic strains were drug-resistance type A/molecular type [l as well as drug-resist-
ance type A /molecular type [ .PA can cause multi-drug resistance, RAPD typing is the ideal molecular epidemio-
logical method for tracing source of infection.
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Figure 1 Fingerprint of RAPD typing of PA
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Table 1  Results of two kinds of typing methods of 13
strains of PA
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Table 3 Nosocomial infection rates and surgical wound infection rates before and after management

HBE B P& ek e () [ B IR e (U0) FARAH 7 1 (1D Yo EgeR (99)
B HIRT (2005 4F) 26 707 1103 4.13 5 658 174 3.08
GG (2007 4E) 31 035 1147 3.70 7135 167 2,34

* BTG O 22 50 W (3% = 6. 56, P<<0. 05)
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