72

g

e 358 o R Y I 2 A 2024 42 3 A8 23 %5 3 ) Chin J Infect Control Vol 23 No 3 Mar 2024

DOI:10. 12138/j. issn. 1671 —9638. 20244836

4

it 7 AR SR 4 3F H1 B B E A K BY 18 BT R i PR =

BHELETH . TER HHL AR R
R 15 R R 2 BB SR M 45 — 8 B TR IS 24 R AR LM 362000)

(4 ZE] BE B AR A R S e il 8 (12 W B R4S . 73k e 2021 48 1 H 2022 48 11 A
B BE WSO FE 2 W1 T A SR A AR B T RE i A 4 ) R RO G DR 96 R} 4 T 43 T 2% B I R RRAE 12 VA B A R
MHET, ER AGEEATE AR 63~73 %, AR, BRI m I R %03 BB A A RS s,
U ™ L e i s o 4 ) S8 DA T AR R 3 o B 2 O R v 1 ) B A 1~ 6 ds HLACBE B ARG e B
(Pa0, /Fi0,) #<C200 mmHg, Bl 1§ & & 2 #E ATV T B 75 BURAFIRALSCRE . 2 6583 1 4 i ik 5ot i s 4 4
R B 43 He I L 3 I /N BT B B A s 4 1 AR b 2 ) R R AR IR A E G 2 R R T R R A
15053 01 R WUBR T T =i o 4 B0 IS UIF 3 T, 2 AR AR e 4 B C RIE A BB ER.AONME -6
BT . 4 B E M CT RIMLLRA B2 BB F B 8 As G R R Z At 305 Il i 0 Pk
Z5 S 2 AR R R DU LR 7 AR R AR DNA R, 854 4 B E B I K 2 30 B il s LR CT 2 S 2 — Rl
7 A 85 5 12 W R U AR SR AR A B A il 58 s R e R DL 22 T R RO SRR A BB VR YT O RS R R A
b, &ie WK RSB R KA G AT B E GRS R R S Y s e
5 W02 PR 5 2 B PR 2 AR D T3 7T ARG O 7 AR AR

[x £ W] W/mREM; iR NEILER, RERA ARMT; 38 A8 il 5

[FEES] R518.8

Diagnosis and clinical characteristics of atypical severe pneumonia caused

by Chlamydia abortus

ZENG Hai-wen, CHEN Qiao-li, DING Zhi-rong, CHEN Wei-wen, LIN Tian-lai (Depart-
ment o f Critical Care Medicine , Quanzhou First Hospital A f filiated to Fujian Medical Uni-
versity , Quanzhou 362000, China)

[Abstract] Objective To explore the diagnosis and clinical characteristics of atypical severe pneumonia caused by
Chlamydia abortus(C. abortus). Methods Clinical data of 4 patients diagnosed with atypical severe pneumonia
caused by C. abortus in a hospital from January 2021 to November 2022 were collected. Clinical characteristics, dia-
gnosis and treatment, and precautions of the disease were comprehensively analyzed. Results All 4 patients were
male, aged 63 — 73 years old, with acute onset, high fever, cough and expectoration. Three patients had a history of
contact with poultry, one patient had a history of contact with abortion goat. The interval between the emerging of
clinical symptoms and the onset of acute respiratory failure in 4 patients was 1 — 6 days, and the oxygenation index
(Pa0, /Fi0,) at admission was less than 200 mmHg. which gradually decreased with the progression of the disease,
active support with a ventilator was necessary. Two patients had an increase in white blood cell count, 4 had an in-
crease in neutrophil percentage, 3 had a mild decrease in platelet count. Among 4 patients, 2, 2, 3 and 4 patients
showed elevated levels of aspartate aminotransferase, alanine aminotransferase, creatine kinase, and serum creati-

nine respectively, 2 patients had mild hyponatremia, 4 patients showed significant increase in C-reactive protein,
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procalcitonin, and interleukin-6 levels. Four patients” chest CT findings showed main involvement of single or mul-

tiple lung lobes, with exudation and consolidation, and later involvement of multiple lobes of lung. The metageno-

mic next-generation sequencing of bronchoalveolar lavage fluid detected the DNA sequence of C. abortus. Based on the

clinical manifestations. contact history, chest CT, and metagenomic next-generation sequencing results of 4 pa-

tients, the diagnosis was C. abortus. atypical severe pneumonia. After timely adjustment of the treatment of anti-in-

fection regimen based on doxycycline, the patients’ condition improved and were discharged. Conclusion C. abor-

tus may also cause human pneumonia, which can lead to serious clinical outcome after infection. Patient had a histo-

ry of animal contact should be alert to such diseases. Metagenomic next-generation sequencing can detect C. abortus.

[Key words] Chlamydia abortus; pneumonia; zoonotic disease; metagenomic next-generation sequencing; atypical

pneumonia
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Table 1 Basic information and clinical manifestations of 4 patients
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Table 2 Clinical related indicators of 4 patients from day 1

to day 3 of admitting to the ICU
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Table 3 Laboratory and imaging examinations of 4 patients
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Figure 1 Progress of lung lesions on chest CT in case 1
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Table 4 BALF mNGS detection results of 4 patients
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Table 5 Treatment and outcomes of 4 patients with C. abortus. atypical severe pneumonia
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