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Bloodstream infection caused by Fusobacterium periodonticum . one case

report and literature review
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of Chengde Medical University , Chengde 067000, China; 2 Beijing Hospital , Beijing 100000,
China; 3 The Second Hospital of Hebei Medical University, Shijiazhuang 050000, China)

[Abstract] Objective To understand detection method and clinical characteristics of bloodstream infection caused
by Fusobacterium periodonticum (FP). Methods  Clinical manifestation and laboratory examination results of one
case of bacteremia caused by FP was analyzed, detection methods of FP were reviewed with relevant literatures.
Results This patient has neutropenia with fever, gram-negative bacillus was isolated from blood culture, the strain
was identified as FP by gene sequencing, patient was discharged from hospital after received metronidazole combined
meropenem for anti-infection treatment. Through literature review, it is found that there was no reported literature
on bloodstream infection caused by FP. Identification of FP in 9 literatures showed that FP in 5 literatures were
identified by DND-DND hybridization, 3 by PCR method, and 2 by 16S rRNA gene sequence analysis. Conclusion
FP can cause bloodstream infection in patient with low immunity, it is difficult to be identified by conventional
method, PCR and gene sequencing can be used for identification of septicemia caused by FP.
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Figure 1 Gram-staining of blood culture( X 1 000)
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Figure 2 Colony morphology on blood agar plate after 48

hours of anaerobic culture
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Figure 3 Gram-staining of pure culture (X1 000)
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Table 1 Summary of relevant literatures about Fusobacterium periodonticum
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