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Application of duplex PCR for rapid detection of methicillin-resistant
Staphylococcus aureus
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[Abstract] Objective To establish duplex polymerase chain reaction(PCR) system for fast detecting Staphylococ-
cus aureus (S. aureus) and methicillin-resistant S. aureus(MRSA), guiding rational use of antimicrobials in clinical
practice, and preventing MRSA spreading. Methods Two pairs of primers according to coagulase gene (Coag) and
drug resistance gene (mecA) of S. aureus were designed, duplex PCR system was established and applied for ampl-
fying Coag and mecA in 85 clinical S. aureus strains, amplification reaction result was compared with that of oxacil-
lin-salt agar screening (OSAS) test. Results Of 85 clinical S. aureus isolates, 53 (62.35%) were MRSA detected
by OSAS test. All 85 S. aureus isolates were detected Coag gene fragments by duplex PCR, and 53 of which were
also detected mecA gene fragments, PCR results were consistent with OSAS test result for detecting MRSA. Conclu-
sion Duplex PCR can detect Coag and mecA of S. aureus rapidly and simultaneously, and is helpful for early detec-
tion of MRSA, guidance of rational use of antimicrobial agents,and control of MRSA transmission.
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M:DNA marker; 1: Staphylococcus epidermidis ATCC 12228;
2: Escherichia coli ATCC 25922;3:Coag gene fragments of Staphy-
lococcus aureus ATCC 259235 4; Coag and mecA gene fragments of
MRSA ATCC 43300;5: Coag gene fragments of isolated Staphylo-

coccus aureus ;6:Coag and mecA fragments of isolated MRSA
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Figure 1 Duplex PCR amplification of Coag and mecA gene

fragments in S. aureus
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