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Genotyping of Acinetobacter baumannii causing ventilator-associated

pneumonia
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[Abstract] Objective To evaluate the molecular epidemiological features of Acinetobacter baumannii (Ab) causing
ventilator-associated pneumonia( VAP). Methods Seven strains of Ab isolated from lower respiratory tract secretion
of VAP patients were typied by pulsed-field gel electrophoresis (PFGE), and drug-resistance of strains were detec-
ted. Results The similarity of PFGE electrophoresis strips of 7 strains was 57% —100% , there were 4 PFGE pat-
terns(A,B,C and D), 2(28.57%) strains were for pattern A, B and D respectively, 1(14.29 %) strain was for
pattern C. Ab had different drug-resistance to 13 kinds of antimicrobial agents (ceftazidime, imipenem,tobramycin,
etc. ), all were pan-drug-resistant strains, pattern C strain was all-drug-resistant strain. Conclusion PFGE typing
can accurately and quickly trace the homology of nosocomial infection caused by Ab.
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Figure 1 PFGE fingerprints of 7 Ab strains
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Clinical data, PFGE typing and antimicrobial susceptibility of 7 Ab strains

No. of Patients’ S Underlying Days of Hormone Invasive PFGE
ex

strain  age Disease Hospital stay therapy procedure type

Antimicrobial agents

SAM AMC CAZ CTX CRO FEP IPM GEN AMK TOB TET CIP SXT

04 69 Male COPD 72 - + A
14 68 Male COPD 68 + + A
25 65 Male COPD 77 - + B
49 82 Female COPD 80 + + B
75 80 Male COPD 45 + + C
84 81 Male COPD 69 + + D
88 79 Male COPD 68 + + D
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